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<400> 1 



ccaataacaa 


ccggggcgtt 


caccttcgga 


tttagcaagg 


ttttgaaaaa 


ctatttaggt 


60 


gcccataaaa 


ggtccccttc 


aggtaccggt 


ccgaaattcc 


gggtcaaccc 


agggtccgga 


120 


tcaattaagg 


gtctgggggg 


tggccacctg 


gccactttgg 


aaaattgcaa 


gcatttccaa 


180 


gcttcatccg 


gctccagggt 


tggcctctcc 


aaaaggcagg 


cggcttttaa 


acgggttcca 


240 


acagaaagga 


cctcccttgg 


tctcctcaat 


tcctggctgg 


agtttctctt 


ctcgtgttgt 


300 


ggaaggattc 


caaacccaca 


cacacaggac 


ccgcatcctg 


ggtgatgaag 


tcagacacgc 


360 


agcagctggg 


tgagtgctac 


gctcaagata 


agcatctgtg 


ccattgtggg 


gactccctgg 


420 


gctgctctgc 


acccggacac 


ttgctctgtc 


cccgcc atg 
Met 


tac aac ggg teg tgc 
Tyr Asn Gly Ser Cys 


474 



1 5 

tgc cgc ate gag ggg gac acc ate tec cag gtg atg ccg ccg ctg etc 522 

Cys Arg lie Glu Gly Asp Thr lie Ser Gin Val Met Pro Pro Leu Leu 

10 15 20 

att gtg gee ttt gtg ctg gge gca eta ggc aat ggg gtc gee ctg tgt 570 

He Val Ala Phe Val Leu Gly Ala Leu Gly Asn Gly Val Ala Leu Cys 

25 30 35 

ggt ttc tgc ttc cac atg aag acc tgg aag cec age act gtt tac ett 618 

Gly Phe Cys Phe His Met Lys Thr Trp Lys Pro Ser Thr Val Tyr Leu 



1 



ttc aat ttg gcc gtg get gat ttc etc ctt atg ate tgc ctg cct ttt 
Phe Asn Leu Ala Val Ala Asp Phe Leu Leu Met lie Cys Leu Pro Phe 
55 60 65 70 

egg aca gac tat tac etc aga cgt aga cac tgg get ttt ggg gac att 
Arg Thr Asp Tyr Tyr Leu Arg Arg Arg His Trp Ala Phe Gly Asp lie 
75 80 85 

ccc tgc cga gtg ggg etc ttc acg ttg gcc atg aac agg gcc ggg age 
Pro Cys Arg Val Gly Leu Phe Thr Leu Ala Met Asn Arg Ala Gly Ser 

90 95 100 

ate gtg ttc ctt acg gtg gtg get gcg gac agg tat ttc aaa gtg gtc 
lie Val Phe Leu Thr Val Val Ala Ala Asp Arg Tyr Phe Lys Val Val 
105 110 115 

cac ccc cac cac gcg gtg aac act ate tec acc egg gtg gcg get gge 
His Pro His His Ala Val Asn Thr lie Ser Thr Arg Val Ala Ala Gly 
120 125 130 

ate gtc tgc acc ctg tgg gcc ctg gtc ate ctg gga aca gtg tat ctt 
lie Val Cys Thr Leu Trp Ala Leu Val lie Leu Gly Thr Val Tyr Leu 
135 140 145 150 

ttg ctg gag aac cat etc tgc gtg caa gag acg gcc gtc tec tgt gag 
Leu Leu Glu Asn His Leu Cys Val Gin Glu Thr Ala Val Ser Cys Glu 
155 160 165 

age ttc ate atg gag teg gee aat gge tgg cat gac ate atg ttc cag 
Ser Phe lie Met Glu Ser Ala Asn Gly Trp His Asp He Met Phe Gin 
170 175 180 

ctg gag ttc ttt atg ccc etc gge ate ate tta ttt tgc tee ttc aag 
Leu Glu Phe Phe Met Pro Leu Gly He He Leu Phe Cys Ser Phe Lys 
185 190 195 

att gtt tgg age ctg agg egg agg cag cag ctg gcc aga cag get egg 
He Val Trp Ser Leu Arg Arg Arg Gin Gin Leu Ala Arg Gin Ala Arg 
200 205 210 

atg aag aag gcg acc egg ttc ate atg gtg gtg gca att gtg ttc ate 
Met Lys Lys Ala Thr Arg Phe He Met Val Val Ala He Val Phe He 
215 220 225 230 

aca tgc tac ctg ccc age gtg tct get aga etc tat ttc etc tgg acg 
Thr Cys Tyr Leu Pro Ser Val Ser Ala Arg Leu Tyr Phe Leu Trp Thr 
235 240 245 

gtg ccc teg agt gcc tgc gat ccc tct gtc cat ggg gcc ctg cac ata 
Val Pro Ser Ser Ala Cys Asp Pro Ser Val His Gly Ala Leu His He 
250 255 260 

acc etc age ttc acc tac atg aac age atg ctg gat ccc ctg gtg tat 
Thr Leu Ser Phe Thr Tyr Met Asn Ser Met Leu Asp Pro Leu Val Tyr 
265 270 275 



tat ttt tea age ccc tec ttt cee aaa ttc tac 
Tyr Phe Ser Ser Pro Ser Phe Pro Lys Phe Tyr 
280 285 



aac aag etc aaa ate 
Asn Lys Leu Lys lie 
290 



1338 



tgc agt ctg aaa ccc aag cag cca gga cac tea 
Cys Ser Leu Lys Pro Lys Gin Pro Gly His Ser 
295 300 305 



aaa aca caa agg ccg 
Lys Thr Gin Arg Pro 
310 



1386 



gaa gag atg cca att teg aac etc ggt cge agg 
Glu Glu Met Pro lie Ser Asn Leu Gly Arg Arg 
315 320 



agt tgc ate agt gtg 
Ser Cys lie Ser Val 
325 



1434 



gca aaa gtt tec aaa gee agt ctg atg ggc aat 
Ala Lys Val Ser Lys Ala Ser Leu Met Gly Asn 
330 335 



ggg ate ccc act tgt 
Gly lie Pro Thr Cys 
340 



1482 



tgagtggcae 


tgaaeaagea 


gaeeaaeaac 


aetgaggaag 


atagagtggt 


gacttagaat 


1542 


taact cgtgc 


taaggggtcg 


ggggctttga 


aaatgccacc 


cccctttctt 


attgcaagac 


1602 


ggcttctegc 


acatgaactg 


catccttctc 


attctgtcgg 


aaatgaaatt 


eacacaaeta 


1662 


taccttttgg 


ggaggttcca 


gttgattgaa 


gtgagttggc 


tgcattttet 


tatctgatca 


1722 


eaatggcagg 


ggaeagaatg 


tgeatggagt 


ggagcatgtg 


tgtgttggga 


ggggggctag 


1782 






aattttcgtt 


gtttgttttt 








tctgtgtccc 


aggctggagt 


gcagtggcac 


agtctcggct 


cactgcaacc 


tctgcctccc 


1902 


gggttcaage 


aatteteetg 


ectcagectc 


cegagtagct 


gggattagag 


gcgccagcca 


1962 


acacaccegg 


ctaatttttg 


tatttttagt 


agagacaggg 


ttttgceatg 


ttggecaggc 


2022 


tggtctcgag 


ctcctgacct 


caggtgatcc 


gcctgccttg 


gcctcccaaa 


gtggtgggat 


2082 


eacaggcgtg 


agecaccgtg 


cceggcctcc 


cctgtgtcat 


tttaaatgge 


taagtaaatg 


2142 


ggtatatgtg 


tttgaatggg 


gcatgttcac 


tctettaggg 


getatgggge 


agttageage 


2202 


atttcctatc 


ctctgacctt 


aaatcattcc 


ttatctcaga 


aaacagaaac 


cgggctcagt 


2262 


caatcaatge 


tttattteag 


gecgaatgag 


getctttaga 


ttgggatcta 


ttgatetate 


2322 


aattttcate 


tttacattte 


tttgtaeate 


tgtaeatttt 


gteeaaatgt 


acatctgtac 


2382 


gtetgtcatc 


attgtgactt 


cctggtagce 


caagaagaae 


aacaacaaaa 


eaatetgctc 


2442 


tgaecttctt 


eaaatctttg 


tatttcaaag 


aaggtgctga 


gggatctgtt 


tcettgccct 


2502 


ggcttetcca 


gtgggatgtg 


ctgagteeaa 


tacaattget 


tttataattg 


ettttgaaaa 


2562 


aaaaaaaaaa 


aaaaaaag 










2580 



<210> 



2 



3 



<211> 342 
<212> PRT 
<213> homo sapiens 



Met Tyr Asn Gly Ser Cys Cys Arg lie Glu Gly Asp Thr lie Ser Gin 
15 10 15 



Val Met Pro Pro Leu Leu lie Val Ala Phe Val Leu Gly Ala Leu Gly 
20 25 30 



Asn Gly Val Ala Leu Cys Gly Phe Cys Phe His Met Lys Thr Trp Lys 



Pro Ser Thr Val Tyr Leu Phe Asn Leu Ala Val Ala Asp Phe Leu Leu 
50 55 60 



Met lie Cys Leu Pro Phe Arg Thr Asp Tyr Tyr Leu Arg Arg Arg His 
65 70 75 80 



Trp Ala Phe Gly Asp lie Pro Cys Arg Val Gly Leu Phe Thr Leu Ala 
85 90 95 



Met Asn Arg Ala Gly Ser lie Val Phe Leu Thr Val Val Ala Ala Asp 
100 105 110 



Arg Tyr Phe Lys Val Val His Pro His His Ala Val Asn Thr lie Ser 
115 120 125 



Thr Arg Val Ala Ala Gly lie Val Cys Thr Leu Trp Ala Leu Val lie 
130 135 140 



Leu Gly Thr Val Tyr Leu Leu Leu Glu Asn His Leu Cys Val Gin Glu 
145 150 155 160 



Thr Ala Val Ser Cys Glu Ser Phe lie Met Glu Ser Ala Asn Gly Trp 
165 170 175 



His Asp lie Met Phe Gin Leu Glu Phe Phe Met Pro Leu Gly lie lie 
180 185 190 



Leu Phe Cys Ser Phe Lys lie Val Trp Ser Leu Arg Arg Arg Gin Gin 
195 200 205 
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Leu Ala Arg Gin Ala Arg Met Lys Lys Ala Thr Arg Phe lie Met Val 
210 215 220 



Val Ala lie Val Phe lie Thr Cys Tyr Leu Pro Ser Val Ser Ala Arg 
225 230 235 240 



Leu Tyr Phe Leu Trp Thr Val Pro Ser Ser Ala Cys Asp Pro Ser Val 
245 250 255 



His Gly Ala Leu His He Thr Leu Ser Phe Thr Tyr Met Asn Ser Met 
260 265 270 



Leu Asp Pro Leu Val Tyr Tyr Phe Ser Ser Pro Ser Phe Pro Lys Phe 
275 280 285 



Tyr Asn Lys Leu Lys He Cys Ser Leu Lys Pro Lys Gin Pro Gly His 
290 295 300 



Ser Lys Thr Gin Arg Pro Glu Glu Met Pro He Ser Asn Leu Gly Arg 
305 310 315 320 



Arg Ser Cys He Ser Val Ala Lys Val Ser Lys Ala Ser Leu Met Gly 
325 330 335 



Asn Gly He Pro Thr Cys 
340 



<210> 3 
<211> 362 
<212> PRT 

<213> GALLUS GALLUS 
<400> 3 

Met Thr Glu Ala Leu He Ser Ala Ala Leu Asn Gly Thr Gin Pro Glu 
15 10 15 

Leu Leu Ala Gly Gly Trp Ala Ala Gly Asn Ala Thr Thr Lys Cys Ser 
20 25 30 

Leu Thr Lys Thr Gly Phe Gin Phe Tyr Tyr Leu Pro Thr Val Tyr He 
35 40 45 

Leu Val Phe He Thr Gly Phe Leu Gly Asn Ser Val Ala He Trp Met 
50 55 60 

Phe Val Phe His Met Arg Pro Trp Ser Gly He Ser Val Tyr Met Phe 



5 



65 70 75 80 

Asn Leu Ala Leu Ala Asp Phe Leu Tyr Val Leu Thr Leu Pro ^ Ala Leu 



lie Phe Tyr Tyr Phe Asn Lys Thr Asp Trp lie Phe Gly Asp Val Met 
100 105 110 

Cys Lys Leu Gin Arg Phe lie Phe His Val Asn Leu Tyr Gly Ser lie 
115 120 125 

Leu Phe Leu Thr Cys lie Ser Val His Arg Tyr Thr Gly Val Val His 
130 135 140 

Pro Leu Lys Ser Leu Gly Arg Leu Lys Lys Lys Asn Ala Val Tyr Val 
145 150 155 160 

Ser Ser Leu Val Trp Ala Leu Val Val Ala Val lie Ala Pro lie Leu 
165 170 175 

Phe Tyr Ser Gly Thr Gly Val Arg Arg Asn Lys Thr lie Thr Cys Tyr 
180 185 190 

Asp Thr Thr Ala Asp Glu Tyr Leu Arg Ser Tyr Phe Val Tyr Ser Met 
195 200 205 

Cys Thr Thr Val Phe Met Phe Cys lie Pro Phe lie Val lie Leu Gly 
210 215 220 

Cys Tyr Gly Leu lie Val Lys Ala Leu lie Tyr Lys Asp Leu Asp Asn 
225 230 235 240 

Ser Pro Leu Arg Arg Lys Ser lie Tyr Leu Val lie lie Val Leu Thr 
245 250 255 

Val Phe Ala Val Ser Tyr Leu Pro Phe His Val Met Lys Thr Leu Asn 
260 265 270 

Leu Arg Ala Arg Leu Asp Phe Gin Thr Pro Gin Met Cys Ala Phe Asn 
275 280 285 

Asp Lys Val Tyr Ala Thr Tyr Gin Val Thr Arg Gly Leu Ala Ser Leu 
290 295 300 

Asn Ser Cys Val Asp Pro lie Leu Tyr Phe Leu Ala Gly Asp Thr Phe 
305 310 315 320 

Arg Arg Arg Leu Ser Arg Ala Thr Arg Lys Ser Ser Arg Arg Ser Glu 
325 330 335 

Pro Asn Val Gin Ser Lys Ser Glu Glu Met Thr Leu Asn lie Leu Thr 
340 345 350 

Glu Tyr Lys Gin Asn Gly Asp Thr Ser Leu 
355 360 
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<211> 362 
<212> PRT 

<213> MELEAGRIS GALLOPAVO 
<400> 4 

Met Thr Glu Ala Leu He Ser Ala Ala Leu Asn Gly Thr Gin Pro Glu 
15 10 15 

Leu Leu Ala Gly Gly Trp Ala Ala Gly Asn Ala Ser Thr Lys Cys Ser 



Leu Thr Lys Thr Gly Phe Gin Phe Tyr Tyr Leu Pro Thr Val Tyr He 
35 40 45 

Leu Val Phe He Thr Gly Phe Leu Gly Asn Ser Val Ala He Trp Met 
50 55 60 

Phe Val Phe His Met Arg Pro Trp Ser Gly He Ser Val Tyr Met Phe 



Asn Leu Ala Leu Ala Asp Phe Leu Tyr Val Leu Thr Leu Pro Ala Leu 
85 90 95 

He Phe Tyr Tyr Phe Asn Lys Thr Asp Trp He Phe Gly Asp Val Met 
100 105 110 

Cys Lys Leu Gin Arg Phe He Phe His Val Asn Leu Tyr Gly Ser He 
115 120 125 

Leu Phe Leu Thr Cys He Ser Val His Arg Tyr Thr Gly Val Val His 
130 135 140 

Pro Leu Lys Ser Leu Gly Arg Leu Lys Lys Lys Asn Ala Val Tyr Val 
145 150 155 160 

Ser Ser Leu Val Trp Ala Leu Val Val Ala Val He Ala Pro He Leu 
165 170 175 

Phe Tyr Ser Gly Thr Gly Val Arg Arg Asn Lys Thr He Thr Cys Tyr 
180 185 190 

Asp Thr Thr Ala Asp Glu Tyr Leu Arg Ser Tyr Phe Val Tyr Ser Met 
195 200 205 

Cys Thr Thr Val Phe Met Phe Cys He Pro Phe He Val He Leu Gly 
210 215 220 

Cys Tyr Gly Leu He Val Lys Ala Leu He Tyr Lys Asp Leu Asp Asn 
225 230 235 240 

Ser Pro Leu Arg Arg Lys Ser He Tyr Leu Val He He Val Leu Thr 
245 250 255 

Val Phe Ala Val Ser Tyr Leu Pro Phe His Val Met Lys Thr Leu Asn 
260 265 270 
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Leu Arg Ala Arg Leu Asp Phe Gin Thr Pro Gin Met Cys Ala Phe Asn 
275 280 285 

Asp Lys Val Tyr Ala Thr Tyr Gin Val Thr Arg Gly Leu Ala Ser Leu 
290 295 300 

Asn Ser Cys Val Asp Pro lie Leu Tyr Phe Leu Ala Gly Asp Thr Phe 
305 310 315 320 

Arg Arg Arg Leu Ser Arg Ala Thr Arg Lys Ser Ser Arg Arg Ser Glu 
325 330 335 

Pro Asn Val Gin Ser Lys Ser Glu Glu Met Thr Leu Asn lie Leu Thr 
340 345 350 

Glu Tyr Lys Gin Asn Gly Asp Thr Ser Leu 
355 360 

<210> 5 
<211> 373 
<212> PRT 
<213> BOS TAURUS 

<400> 5 

Met Thr Glu Val Leu Trp Pro Ala Val Pro Asn Gly Thr Asp Thr Ala 
15 10 15 

Phe Leu Ala Asp Pro Gly Ser Pro Trp Gly Asn Ser Thr Val Thr Ser 



Thr Ala Ala Val Ala Ser Pro Phe Lys Cys Ala Leu Thr Lys Thr Gly 
35 40 45 

Phe Gin Phe Tyr Tyr Leu Pro Ala Val Tyr lie Leu Val Phe lie lie 



Gly Phe Leu Gly Asn Ser Val Ala lie Trp Met Phe Val Phe His Met 
65 70 75 80 

Lys Pro Trp Ser Gly lie Ser Val Tyr Met Phe Asn Leu Ala Leu Ala 
85 90 95 

Asp Phe Leu Tyr Val Leu Thr Leu Pro Ala Leu lie Phe Tyr Tyr Phe 
100 105 110 

Asn Lys Thr Asp Trp lie Phe Gly Asp Ala Met Cys Lys Leu Gin Arg 

115 120 125 

Phe lie Phe His Val Asn Leu Tyr Gly Ser lie Leu Phe Leu Thr Cys 
130 135 140 

lie Ser Ala His Arg Tyr Ser Gly Val Val Tyr Pro Leu Lys Ser Leu 
145 150 155 160 



Gly Arg Leu Lys Lys Lys Asn Ala Val Tyr lie Ser Val Leu Val Trp 
165 170 175 
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Leu Tie Val Val Val Gly lie Ser Pro He Leu Phe Tyr Ser Gly Thr 
180 185 190 

Gly He Arg Lys Asn Lys Thr He Thr Cys Tyr Asp Thr Thr Ser Asp 
195 200 205 

Glu Tyr Leu Arg Ser Tyr Phe He Tyr Ser Met Cys Thr Thr Val Ala 
210 215 220 

Met Phe Cys Val Pro Leu Val Leu He Leu Gly Cys Tyr Gly Leu He 
225 230 235 240 

Val Arg Ala Leu He Tyr Lys Asp Leu Asp Asn Ser Pro Leu Arg Arg 
245 250 255 

Lys Ser He Tyr Leu Val He He Val Leu Thr Val Phe Ala Val Ser 
260 265 270 

Tyr He Pro Phe His Val Met Lys Thr Met Asn Leu Arg Ala Arg Leu 
275 280 285 

Asp Phe Gin Thr Pro Glu Met Cys Ala Phe Asn Asp Arg Val Tyr Ala 
290 295 300 

Thr Tyr Gin Val Thr Arg Gly Leu Ala Ser Leu Asn Ser Cys Val Asp 
305 310 315 320 

Pro Tie Leu Tyr Phe Leu Ala Gly Asp Thr Phe Arg Arg Arg Leu Ser 
325 330 335 

Arg Ala Thr Arg Lys Ala Ser Arg Arg Ser Glu Ala Asn Leu Gin Ser 
340 345 350 

Lys Ser Glu Asp Met Thr Leu Asn He Leu Ser Glu Phe Lys Gin Asn 
355 360 365 

Gly Asp Thr Ser Leu 
370 

<210> 6 

<211> 373 

<212> PRT 

<213> HOMO SAPIENS 

<400> 6 

Met Thr Glu Val Leu Trp Pro Ala Val Pro Asn Gly Thr Asp Ala Ala 
15 10 15 

Phe Leu Ala Gly Pro Gly Ser Ser Trp Gly Asn Ser Thr Val Ala Ser 
20 25 30 

Thr Ala Ala Val Ser Ser Ser Phe Lys Cys Ala Leu Thr Lys Thr Gly 
35 40 45 

Phe Gin Phe Tyr Tyr Leu Pro Ala Val Tyr He Leu Val Phe He He 
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Gly Phe Leu Gly Asn Ser Val Ala lie Trp Met Phe Val Phe His Met 
65 70 75 80 

Lys Pro Trp Ser Gly lie Ser Val Tyr Met Phe Asn Leu Ala Leu Ala 
85 90 95 

Asp Phe Leu Tyr Val Leu Thr Leu Pro Ala Leu lie Phe Tyr Tyr Phe 
100 105 110 

Asn Lys Thr Asp Trp lie Phe Gly Asp Ala Met Cys Lys Leu Gin Arg 
115 120 125 

Phe lie Phe His Val Asn Leu Tyr Gly Ser lie Leu Phe Leu Thr Cys 
130 135 140 

lie Ser Ala His Arg Tyr Ser Gly Val Val Tyr Pro Leu Lys Ser Leu 
145 150 155 160 

Gly Arg Leu Lys Lys Lys Asn Ala lie Cys lie Ser Val Leu Val Trp 
165 170 175 

Leu lie Val Val Val Ala lie Ser Pro He Leu Phe Tyr Ser Gly Thr 
180 185 190 

Gly Val Arg Lys Asn Lys Thr He Thr Cys Tyr Asp Thr Thr Ser Asp 
195 200 205 

Glu Tyr Leu Arg Ser Tyr Phe He Tyr Ser Met Cys Thr Thr Val Ala 
210 215 220 

Met Phe Cys Val Pro Leu Val Leu He Leu Gly Cys Tyr Gly Leu He 
225 230 235 240 

Val Arg Ala Leu He Tyr Lys Asp Leu Asp Asn Ser Pro Leu Arg Arg 
245 250 255 

Lys Ser He Tyr Leu Val He He Val Leu Thr Val Phe Ala Val Ser 
260 265 270 

Tyr He Pro Phe His Val Met Lys Thr Met Asn Leu Arg Ala Arg Leu 
275 280 285 

Asp Phe Gin Thr Pro Ala Met Cys Ala Phe Asn Asp Arg Val Tyr Ala 
290 295 300 

Thr Tyr Gin Val Thr Arg Gly Leu Ala Ser Leu Asn Ser Cys Val Asp 
305 310 315 320 

Pro He Leu Tyr Phe Leu Ala Gly Asp Thr Phe Arg Arg Arg Leu Ser 
325 330 335 

Arg Ala Thr Arg Lys Ala Ser Arg Arg Ser Glu Ala Asn Leu Gin Ser 
340 345 350 

Lys Ser Glu Asp Met Thr Leu Asn He Leu Pro Glu Phe Lys Gin Asn 
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Gly Asp Thr Ser Leu 
370 

<210> 7 
<211> 373 
<212> PRT 

<213> RATTUS NORVEGICUS 
<400> 7 

Met Thr Glu Val Pro Trp Ser Ala Val Pro Asn Gly Thr Asp Ala Ala 
15 10 15 

Phe Leu Ala Gly Leu Gly Ser Leu Trp Gly Asn Ser Thr lie Ala Ser 
20 25 30 

Thr Ala Ala Val Ser Ser Ser Phe Arg Cys Ala Leu lie Lys Thr Gly 
35 40 45 

Phe Gin Phe Tyr Tyr Leu Pro Ala Val Tyr lie Leu Val Phe lie lie 



Gly Phe Leu Gly Asn Ser Val Ala lie Trp Met Phe Val Phe His Met 
65 70 75 80 

Lys Pro Trp Ser Gly lie Ser Val Tyr Met Phe Asn Leu Ala Leu Ala 
85 90 95 

Asp Phe Leu Tyr Val Leu Thr Leu Pro Ala Leu lie Phe Tyr Tyr Phe 
100 105 110 

Asn Lys Thr Asp Trp lie Phe Gly Asp Val Met Cys Lys Leu Gin Arg 
115 ^ 120 125 

Phe He Phe His Val Asn Leu Tyr Gly Ser He Leu Phe Leu Thr Cys 
130 135 140 

lie Ser Ala His Arg Tyr Ser Gly Val Val Tyr Pro Leu Lys Ser Leu 
145 150 155 160 

Gly Arg Leu Lys Lys Lys Asn Ala He Tyr Val Ser Val Leu Val Trp 
165 170 175 

Leu He Val Val Val Ala He Ser Pro He Leu Phe Tyr Ser Gly Thr 
180 185 190 

Gly He Arg Lys Asn Lys Thr Val Thr Cys Tyr Asp Ser Thr Ser Asp 
195 200 205 

Glu Tyr Leu Arg Ser Tyr Phe He Tyr Ser Met Cys Thr Thr Val Ala 
210 215 220 

Met Phe Cys He Pro Leu Val Leu He Leu Gly Cys Tyr Gly Leu He 
225 230 235 240 
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Val Arg Ala Leu lie Tyr Lys Asp Leu Asp Asn Ser Pro Leu Arg Arg 
245 250 255 

Lys Ser He Tyr Leu Val He He Val Leu Thr Val Phe Ala Val Ser 
260 265 270 

Tyr He Pro Phe His Val Met Lys Thr Met Asn Leu Arg Ala Arg Leu 
275 280 285 

Asp Phe Gin Thr Pro Glu Met Cys Asp Phe Asn Asp Arg Val Tyr Ala 
290 295 300 

Thr Tyr Gin Val Thr Arg Gly Leu Ala Ser Leu Asn Ser Cys Val Asp 
305 310 315 320 

Pro Tie Leu Tyr Phe Leu Ala Gly Asp Thr Phe Arg Arg Arg Leu Ser 
325 330 335 

Arg Ala Thr Arg Lys Ala Ser Arg Arg Ser Glu Ala Asn Leu Gin Ser 
340 345 350 

Lys Ser Glu Glu Met Thr Leu Asn He Leu Ser Glu Phe Lys Gin Asn 
355 360 365 

Gly Asp Thr Ser Leu 
370 

<210> 8 

<211> 387 

<212> PRT 

<213> HOMO SAPIENS 

<400> 8 

Met Asn Arg His His Leu Gin Asp His Phe Leu Glu He Asp Lys Lys 
15 10 15 

Asn Cys Cys Val Phe Arg Asp Asp Phe He Ala Lys Val Leu Pro Pro 
20 25 30 

Val Leu Gly Leu Glu Phe He Phe Gly Leu Leu Gly Asn Gly Leu Ala 



Leu Trp He Phe Cys Phe His Leu Lys Ser Trp Lys Ser Ser Arg He 
50 55 60 

Phe Leu Phe Asn Leu Ala Val Ala Asp Phe Leu Leu He He Cys Leu 
65 70 75 80 

Pro Phe Val Met Asp Tyr Tyr Val Arg Arg Ser Asp Trp Asn Phe Gly 
85 90 95 

Asp He Pro Cys Arg Leu Val Leu Phe Met Phe Ala Met Asn Arg Gin 
100 105 110 

Gly Ser He He Phe Leu Thr Val Val Ala Val Asp Arg Tyr Phe Arg 
115 120 125 
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Val Val His Pro His His Ala Leu Asn Lys lie Ser Asn Trp Thr Ala 
130 135 140 

Ala He He Ser Cys Leu Leu Trp Gly He Thr Val Gly Leu Thr Val 
145 150 155 160 

His Leu Leu Lys Lys Lys Leu Leu He Gin Asn Gly Pro Ala Asn Val 
165 170 175 

Cys He Ser Phe Ser He Cys His Thr Phe Arg Trp His Glu Ala Met 
180 185 190 

Phe Leu Leu Glu Phe Leu Leu Pro Leu Gly He He Leu Phe Cys Ser 
195 200 205 

Ala Arg He He Trp Ser Leu Arg Gin Arg Gin Met Asp Arg His Ala 
210 215 220 

Lys He Lys Arg Ala He Thr Phe He Met Val Val Ala He Val Phe 
225 230 235 240 

Val He Cys Phe Leu Pro Ser Val Val Val Arg He Arg He Phe Trp 
245 250 255 

Leu Leu His Thr Ser Gly Thr Gin Asn Cys Glu Val Tyr Arg Ser Val 
260 265 270 

Asp Leu Ala Phe Phe He Thr Leu Ser Phe Thr Tyr Met Asn Ser Met 
275 280 285 

Leu Asp Pro Val Val Tyr Tyr Phe Ser Ser Pro Ser Phe Pro Asn Phe 
290 295 300 

Phe Ser Thr Leu He Asn Arg Cys Leu Gin Arg Lys Met Thr Gly Glu 

305 310 315 320 

Pro Asp Asn Asn Arg Ser Thr Ser Val Glu Leu Thr Gly Asp Pro Asn 
325 330 335 

Lys Thr Arg Gly Ala Pro Glu Ala Leu Met Ala Asn Ser Gly Glu Pro 
340 345 350 

Trp Ser Pro Ser Tyr Leu Gly Pro Thr Ser Asn Asn His Ser Lys Lys 
355 360 365 

Gly His Cys His Gin Glu Pro Ala Ser Leu Glu Lys Gin Leu Gly Cys 
370 375 380 

Cys He Glu 
385 

<210> 9 

<211> 319 

<212> PRT 

<213> HOMO SAPIENS 
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<400> 9 



Met Pro Phe Pro Asn Cys Ser Ala 
1 5 

Val Gly Val Leu Leu Gly Leu Glu 
20 



Pro Ser Thr Val Val Ala Thr Ala 
10 15 

Cys Gly Leu Gly Leu Leu Gly Asn 
25 30 



Ala Val Ala Leu Trp Thr Phe Leu Phe Arg Val Arg Val Trp Lys Pro 
35 40 45 

Tyr Ala Val Tyr Leu Leu Asn Leu Ala Leu Ala Asp Leu Leu Leu Ala 
50 55 60 

Ala Cys Leu Pro Phe Leu Ala Ala Phe Tyr Leu Ser Leu Gin Ala Trp 
65 70 75 80 



His Leu Gly Arg 



Ser Arg Ser Val 
100 



Tyr Leu Arg Val 
115 

Gin Ala Ala Leu 
130 

Leu Thr Cys Pro 
145 



Arg Cys His Ser 



Trp Gin Glu Ala 
180 



Val Gly Cys Trp 
85 

Gly Met Ala Phe 



Val His Pro Arg 
120 



Gly Val Ser Gly 
135 

Gly Leu Leu lie 
150 

Phe Tyr Ser Arg 
165 

Leu Ser Cys Leu 



Ala Leu Arg Phe 
90 

Leu Ala Ala Val 
105 

Leu Lys Val Asn 



Leu Val Trp Leu 
140 

Ser Glu Ala Ala 
155 

Ala Asp Gly Ser 
170 

Gin Phe Val Leu 
185 



Leu Leu Asp Leu 
95 



Ala Leu Asp Arg 
110 

Leu Leu Ser Pro 
125 

Leu Met Val Ala 



Gin Asn Ser Thr 
160 



Phe Ser lie He 
175 

Pro Phe Gly Leu 
190 



He Val Phe Cys 
195 



Arg Glu Pro Glu 
210 

Thr Leu Val Val 
225 

Ala Arg Val Leu 



Leu Cys Ala Val 
260 

Leu His Ser Val 
275 

Phe Arg Ser Ser 



Asn Ala Gly He 
200 



Lys Gin Pro Lys 
215 

Val Leu Phe Ala 
230 

Met His He Phe 
245 

Ala His Thr Ser 



Val Asn Pro Val 
280 

Tyr Arg Arg Val 



He Arg Ala Leu 



Leu Gin Arg Ala 
220 



Leu Cys Phe Leu 
235 

Gin Asn Leu Gly 
250 

Asp Val Thr Gly 
265 

Val Tyr Cys Phe 



Phe His Thr Leu 



Gin Lys Arg Leu 
205 

Gin Ala Leu Val 



Pro Cys Phe Leu 
240 

Ser Cys Arg Ala 
255 

Ser Leu Thr Tyr 
270 

Ser Ser Pro Thr 
285 

Arg Gly Lys Gly 
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Gin Ala Ala Glu Pro Pro Asp Phe Asn Pro Arg Asp Ser Tyr Ser 
305 310 315 

<210> 10 

<211> 207 

<212> DNA 

<213> homo sapiens 

<400> 10 

atgccgccgc tgctcattgt ggcctttgtg ctgggcgcac taggcaatgg ggtcgccctg 60 

tgtggtttct gcttccacat gaagacctgg aagcccagca ctgtttacct tttcaatttg 120 

gccgtggctg atttcctcct tatgatctgc ctgccttttc ggacagacta ttacctcaga 180 

cgtagacact gggcttttgg ggacatt 207 

<210> 11 

<211> 80 

<212> DNA 

<213> homo sapiens 

<400> 11 

cttccacatg aagacctgga agcccagcac tgtttacctt ttcaatttgg ccgtggctga 60 
tttcctcctt atgatctgcc 80 

<210> 12 

<211> 22 

<212> DNA 

<213> homo sapiens 

<400> 12 

gtttctgctt ccacatgaag ac 22 

<210> 13 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 13 

ccagtgtcta cgtctgaggt aatag 25 

<210> 14 

<211> 24 

<212> PRT 

<213> HOMO SAPIENS 

<400> 14 

Val Met Pro Pro Leu Leu lie Val Ala Phe Val Leu Gly Ala Leu Gly 
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15 10 15 

Asn Gly Val Ala Leu Cys Gly Phe 
20 

<210> 15 

<211> 19 

<212> PRT 

<213> HOMO SAPIENS 

<400> 15 

Val Tyr Leu Phe Asn Leu Ala Val Ala Asp Phe Leu Leu Met lie Cys 
15 10 15 

Leu Pro Phe 



<210> 16 

<211> 22 

<212> PRT 

<213> HOMO SAPIENS 

<400> 16 

Val Gly Leu Phe Thr Leu Ala Met Asn Arg Ala Gly Ser lie Val Phe 
15 10 15 

Leu Thr Val Val Ala Ala 
20 

<210> 17 

<211> 21 

<212> PRT 

<213> HOMO SAPIENS 

<400> 17 

Ala Ala Gly lie Val Cys Thr Leu Trp Ala Leu Val lie Leu Gly Thr 
15 10 15 

Val Tyr Leu Leu Leu 
20 

<210> 18 

<211> 25 

<212> PRT 

<213> HOMO SAPIENS 

<400> 18 

He Met Phe Gin Leu Glu Phe Phe Met Pro Leu Gly He He Leu Phe 
15 10 15 

Cys Ser Phe Lys He Val Trp Ser Leu 
20 25 
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<210> 19 

<211> 22 

<212> PRT 

<213> HOMO SAPIENS 

<400> 19 

Phe lie Met Val Val Ala lie Val Phe lie Thr Cys Tyr Leu Pro Ser 
15 10 15 

Val Ser Ala Arg Leu Tyr 
20 

<210> 20 

<211> 23 

<212> PRT 

<213> HOMO SAPIENS 

<400> 20 

Gly Ala Leu His lie Thr Leu Ser Phe Thr Tyr Met Asn Ser Met Leu 
15 10 15 

Asp Pro Leu Val Tyr Tyr Phe 
20 

<210> 21 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 21 

Cys Phe His Met Lys Thr Trp Lys Pro Ser Thr Val Tyr 
15 10 

<210> 22 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 22 

Ala Val Asn Thr lie Ser Thr Arg Val Ala Ala Gly lie 
15 10 

<210> 23 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 23 

lie lie Leu Phe Cys Ser Phe Lys lie Val Trp Ser Leu 
15 10 
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<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 24 

Phe Lys lie Val Trp Ser Leu Arg Arg Arg Gin Gin Leu 



<210> 25 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 25 

Tyr Leu Pro Ser Val Ser Ala Arg Leu Tyr Phe Leu Trp 
15 10 

<210> 26 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 26 

Lys Leu Lys lie Cys Ser Leu Lys Pro Lys Gin Pro Gly 
15 10 

<210> 27 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 27 

Pro Gly His Ser Lys Thr Gin Arg Pro Glu Glu Met Pro 
15 10 

<210> 28 

<211> 27 

<212> PRT 

<213> homo sapiens 

<400> 28 

Ala Met Asn Arg Ala Gly Ser lie Val Phe Leu Thr Val Val Ala Ala 
15 10 15 

Asp Arg Tyr Phe Lys Val Val His Pro His His 
20 25 

<210> 29 

<211> 11 

<212> PRT 

<213> homo sapiens 



Met Tyr Asn Gly Ser Cys Cys Arg lie Glu Gly 
15 10 

<210> 30 

<211> 14 

<212> PRT 

<213> homo sapiens 

<400> 30 

Met Pro lie Ser Asn Leu Gly Arg Arg Ser Cys lie Ser Val 
15 10 

<210> 31 

<211> 39 

<212> DNA 

<213> homo sapiens 

<400> 31 

gcagcagcgg ccgctgcttc cacatgaaga cctggaagc 



<210> 32 

<211> 37 

<212> DNA 

<213> homo sapie 



<400> 32 

gcagcagtcg acacaagtgg ggatcccatt gcccatc 



<210> 33 

<211> 38 

<212> DNA 

<213> homo sapiens 

<400> 33 

gcagcagcgg ccgcatgtac aacgggtcgt gctgccgc 



<210> 34 

<211> 37 

<212> DNA 

<213> homo sapiens 

<400> 34 

gcagcagtcg acatggacag agggatcgca ggcactc 



<210> 35 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 35 



19 



caagcagcca ggacactcaa 



<210> 
<211> 
<212> 
<213> 



36 
18 
DNA 

homo sapiens 



<400> 36 

tgcgaccgag gttcgaaa 



<210> 
<211> 
<212> 
<213> 



DNA 

homo sapie 



<400> 37 

tggcatctct tccggccttt gtgtt 



<210> 
<211> 
<212> 
<213> 



38 
23 
DNA 

Homo sapiens 



<400> 38 

caggtgcagc tggtgcagtc tgg 



<210> 
<211> 
<212> 
<213> 



39 
23 
DNA 

Homo sapiens 



<400> 39 

caggtcaact taagggagtc tgg 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapie 



<400> 40 

gaggtgcagc tggtggagtc tgg 



<21C> 41 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 41 

caggtgcagc tgcaggagtc ggg 



20 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 42 

gaggtgcagc tgttgcagtc tgc 



<210> 
<211> 
<212> 

<213> 



DNA 

Homo sapiens 



<400> 43 

caggtacagc tgcagcagtc agg 



<210> 44 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 44 

tgaggagacg gtgaccaggg tgcc 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 45 

tgaagagacg gtgaccattg tccc 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 46 

tgaggagacg gtgaccaggg ttcc 



<210> 
<211> 
<212> 
<213> 



47 
24 
DNA 

Homo sapiens 



<400> 47 

tgaggagacg gtgaccgtgg tccc 



<210> 48 
<211> 23 
<212> DNA 
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J. lO Oi e J. 3 ,, n 3 o €s> o ;s 



<213> Homo sapiens 



<400> 48 

gacatccaga tgacccagtc tec 



<210> 
<211> 
<212> 
<213> 



23 
DNA 

Homo sapiens 



<400> 49 

gatgttgtga tgactcagtc tec 

<210> 50 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 50 

gatattgtga tgactcagtc tec 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 51 

gaaattgtgt tgacgcagtc tec 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 52 

gacatcgtga tgacccagtc tec 



<210> 53 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 53 

gaaaegaeae teacgeagtc tec 



<210> 
<211> 
<212> 

<213> 



DNA 

Homo sapiens 



22 



gaaattgtgc tgactcagtc tec 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 55 

cagtctgtgt tgacgcagcc gcc 



<210> 
<211> 
<212> 
<213> 



23 
DNA 

Homo sapiens 



<400> 56 

cagtctgccc tgactcagcc tgc 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 57 

tcctatgtgc tgactcagcc acc 



<210> 
<211> 
<212> 
<213> 



23 
DNA 

Homo sapie 



<400> 58 

tcttctgagc tgactcagga ccc 



<210> 
<211> 
<212> 
<213> 

<400> 59 

cacgttatac tgactcaacc gcc 



DNA 

Homo sapiens 



<210> 
<211> 
<212> 
<213> 



60 
23 
DNA 

Homo sapiens 



<400> 60 

caggctgtgc tcactcagcc gtc 



23 



<210> 
<211> 
<212> 
<213> 



61 
23 
DNA 

Homo sapiens 



<400> 61 

aattttatgc tgactcagcc cca 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 62 

acgtttgatt tccaccttgg tccc 



<210> 
<211> 
<212> 
<213> 

<400> 63 

acgtttgatc tccagcttgg tccc 



24 
DNA 

Homo sapien 



<210> 
<211> 
<212> 
<213> 



24 
DNA 

Homo sapiens 



<400> 64 

acgtttgata tccactttgg tccc 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 65 

acgtttgatc tccaccttgg tccc 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 66 

acgtttaatc tccagtcgtg tccc 



<210> 67 
<211> 23 
<212> DNA 



24 



<213> Homo sapiens 



<400> 67 

cagtctgtgt tgacgcagcc gcc 



<210> 68 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 68 

cagtctgccc tgactcagcc tgc 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 69 

tcctatgtgc tgactcagcc acc 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 70 

tcttctgagc tgactcagga ccc 
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<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 71 
cacgttatac 



tgactcaacc gcc 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 72 

caggctgtgc tcactcagcc gtc 



<210> 
<211> 
<212> 
<213> 



DNA 

Homo sapiens 



<400> 73 
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aattttatgc tgactcagcc cca 

<210> 74 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 74 

cccaagcttg caccatgtac aacgggtcgt gctgccgcat cgag 

<210> 75 

<211> 74 

<212> DNA 

<213> Homo sapiens 

<400> 75 

ataagaatgc ggccgcctac ttgtcgtcgt cgtccttgta gtccatgtgc cactcaacaa 
tgtgggggat ccca 
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